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369 370 375 380 

372 Asp Ser Tyr Phe Ser Trp Ser Asp Trp Trp Ser Ser Pro Gly Phe Ala 

373 385 390 395 400 

376 lie Gin Lys lie Arg Val Lys Ala Gly.Glu Thr Gin Lys Lys Val lie 

377 405 410 415 

380 Phe Cys Ser Arg Glu Lys Val Ser His Leu Gin Lys Gly Lys Ala Pro 

381 420 425 430 

384 Ala Val Phe Val Lys Cys His Asp Lys Ser Leu Asn Lys Lys Ser Gly 

385 435 440 445 

388 <210> SEQ ID NO: 4 

389 <211> LENGTH: 2565 

390 <212> TYPE: RNA 

391 <213> ORGANISM: Homo sapiens 

393 <400> SEQUENCE: 4 

394 cccccccccc ccaagggaaa gcgcccacca gcgcccgcca ccccaaaggg cgacgccagc 60 
396 gccaaaccgc ggcccagccc cccagccccg gccagccggc cacagcggcc gcgccgcagc 120 
398 ccccagaggg acgcgccccg agaggagagc aaagcccgcc ggcgaccggc cggggcccag 180 
400 agcgaccgcc cccgcggagg ggggccgccg ccgaccaaag aagagaacga cacgaaagaa 240 
402 agcccaagga ccccgaagac acagcgagga cacgccaccc acccggagag cagagccggg 300 
404 caccgcacaa cacagcagca aaacccaggg accaggcgga cggaacagga agagagaggg 360 
406 ggccaaaacg ggccgcccga caagagagaa ccagacccaa gcagggggac ggcgcacggg 420 
408 ccaggagcaa cccaggccgc gggcacacca aacgggggac aggagggccc ggacaacgga 4 80 
410 ggaggaggag aacaccccgg acaagccacc gggaacagcc ggagcccagc gcggcagcag 540 
412 gaagcgacca aaagaaagca acagaaacgg cccgaccagc ggaccaacga gagcagaagc 600 
414 cccgagcgcc ccgagagcag agagacgcac acacacacca gagggccccg gcgaagcagg 660 
416 aaccagaaac caggggcagg acaacccgaa ggaggaccag ccaggagaac aggagaagca 720 
418 ccgcggagca gagagaggac ggagagggac cagcaggaag gccccacgag cgcccacacc 780 
420 cacgacccgg aagaagaaaa ccaagaaggc cacagggcag ccaaggaagc cgagaaaggg 840 
422 ccgcgaggag aaagaaccgc gcaacaacgg gcagagacaa aaagcagagc caaaagaagc 900 
424 agcaaaagac cgaagaccgc cagagcccac aaagcccaac caagaaagac acgggacgag 960 
426 aggaaaccca accaacaggc cgagaccgag gcaccgggcc gagaggagaa cacccacacc 1020 
428 gccgaagcca caaaaagacc acccccaaac acagaggaga aggagaacac caggaagcca 1080 
430 aaggaagagg acaacagcgg cagacgggga gcagcccggc cgccacagaa gacagagaaa 1140 
432 agcaggagag accagaaaaa gggaccgcag ggagaaaggc cagcagaaag gaaaggcacc 1200 
434 gcggaggaaa gccagacaag ccgaaaagaa gcaggcgaaa cgggcgaaca cagaacaaag 1260 
436 aacggcagga acggaagaag aagggaggaa gaacacaaaa caacccaggg ggggcaaaag 1320 
438 ggaccgaaaa acccagccca cccgagaagg agacagccaa gcacaaaaag ggcaacaaag 1380 
440 gggaagggcc aaaagcacac cccaacgaaa agacagggac agaaaaggcg gccgagaaag 1440 
442 aaaaaggagc gcagagaaaa aaggccccag ggcgagggcc aagccaaagg agaaccccaa 1500 
444 aggaacggac cggacgaggc cccaaacacc aagcccaaga aacagaaaag cccgcggcac 1560 
446 gaacagacca cacacagcag agaagagaga agaccccgca ggaagggcca gacgcaacca 1620 
448 ggaacagaac ggagagggac gaagaaaggg cgaaaacaca gaggaaacag cccaccaggc 1680 
450 cgcacagaca aagacaaaca aggagaaaaa acagacaaaa caaaggcacg agcaaccccc 1740 
452 ccccccgcca agaaaaaaaa gccgggaggg gaaaagagcc gaacccagcg acacaaagaa 1800 
454 gggcagaaaa aaaaaagaac cgaaaaagac ccaaagacac aaaaaacaca aacgacagac 1860 
456 ccagaggcac cggcagccag gacccaggcg ccgccggcga cagaaaagaa gggagcaaag 1920 
458 cagggagcca cagaagacaa ggaccgaaaa gaaaaggggg agaggceggg gggaccaagc 1980 
460 aggcgaaacc acgcggcaag agccagagga gaccagaggg gaggaacaac aacaagagga 2040 
462 ggaacaacaa aaacagaccc acagaagccc acgaaaaaga aagaaaagag caaaaccaga 2100 
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